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ABSTRACT

Gastric cancer (GC) is the second leading cause of cancer-related deaths worldwide. Long non-coding RNAs
(LncRNAs), a small class of molecules that are transcribed as non-coding RNAs with lengths ranging from
200 nt to 100 kb have no protein coding capacity. Ectopic expression of LncRNAs, plays an important
role in the development of GC. These molecules are involved in physiological cellular processes such as
genomic imprinting, X-chromosome inactivation, maintenance of pluripotency and organogenesis through
making changes in chromatin, transcription, translation, and processing. It has been known that LncRNAs
act as oncogenes or tumor suppressor genes. Some studies show that LncRNAs could interact with miRNA
and block miRNA access to their mRNA targets. Recent studies have shown that LncRNAs involve in
tumorigenesis, angiogenesis, proliferation, migration and differentiation, and apoptosis. They can be used
as novel biomarkers for the early detection of GC as well as therapeutic targets. In this study we aimed to
describe the latest findings about the role of LncRNAs in the development of GC.
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1. Long Non-coding RNAs
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2. Intestinal type

3. Diffuse type

4. Atrophic gastritis

5. Intestinal metaplasia

6. Dysplasia

7. Vacuolating cytotoxin gene A

8. Blood group antigen binding adhesion
9. Cytotoxin associated gene A
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1. Gastric cancer

195 (shelal dnns 1 ghmnn oo 57

csliod Sy i pole 0aSCadls oo )| ame olSisls ¢ fs )
QFVUNTFY iy S JySga 5 sl 5553502 05,5

VYA Sns Bgio

CEOV-TVO- OVAR 1als

CEOV- FYOVEY ) 4l

s_latifi@uma.ac.ir : g xSl s

NN sl o o s
WINNA ol odlol 5o

WY NU: G pds )b

VYAF laals /Y o )losd IYY 0,90 /53158

va




Airn oS siee 5,0 oayay ol o Kenglotl g Airn .abl oo L
555 50 518 OilagyS 50 G9a il Jie gt Lol e
ol o 50 Kenglot .ogd (oo (g0 Igf2r PI ol Jigels 4y onie g
Oleg S 53 Vshdlilie DNA 5 G92 51l Joite (gt L
(& abgm S 5l siSu olae a4 Kenglotl 5 .auS o b G
05l &5 Sl al (858 0,18 JIE VY pgjseg,S olisS 593k 59,
(FATV)AS SaS 0y ouats a5 aldigm pl j0 K0 slo (5L ol o
Los s sbo (555! Olse am 0l (oo 525 Lo LncRNA
Sl oals Hlas Oladss (19).008 Jos jo0g8 5 oS sl (5
02l 1S5 Tl 505 53 1 ot B b 5 ol 45
£y Juows sl el le LneRNA (F- 51 ¥)aiil oo Llo pled g 5550
Wnt/B-catenin g PI3K-AKT ;o 85,k 5l comiiilye &0 JLL
(FY5F1)aigds jliwbio o puien Sl aiilyy oo 3o,k ol 5l g gl oo
yob Ll g wgd oo (§iie "UCR >l 5l ools sla LncRNA
i ens Cli> e 5 ol > S ey (25 (im0 JelS
Sloipn b s> o 1) b LneRNA a8 calizee Sladlas (FY)
sba Jolow 4 ool slo Jobo nled (roizmen 5 ook slo Joho
aS Wil ool ul**’ Sldllas 51 golass (FO5FF).80 ools uL,.u (_s_v.....la
4 Jlasl b g s Sk e miRNA | asslys o s LncRNA
Digd Ll MRNA Glaal 4 o J5Sge () (o yiws gile o miRNA
sle xa TUSC7 4 H19 «<GACAT3 <MEG3 <ANRIL sl» IncRNA
LT (FV5¥9).0S o Lyl b mIRNA b Jolss 33,1 5115 055 (o599
ol e & e b 5 s i ol s chliis Joye 0
Solew 0aisS Slulid gla S )leg (lgie 4wl oo 28l 0 Lyl
(FA).asl asls 0,8

8 LICRNA kot walils 5 (59l pi5bp Sl i
ouxe ol (sl Jlat 931 lyie 4 (5)8le Lo 4z 51
a5k 42 55 ol (63,Shae (gl pulSs Jl (nl L Lol 05 o0 ogmamo
oS polass sl miRNA 1 S, miR-375 (v).cowl ounid axsliss JolS
Sl (5y5he ITgSula alawg 4 00 sl (ol b o g, 9 SLlel
5 s DS o o (555 el pelSn b 45
Ol digy 00 ) lgs (ylgie 4y |y miR-375 J1.Y V0 Jlo jo oK
LRCRNA ol (855 5 <oy riSTsSile aloms & o obm] (o
(098 oo peas (Glgp ,5518) SOX2 alws 4 a5) -SOX20T
0SSl B2,k 5l MIR-375 as” wisls las g wisls J1E w0 50
25,8 slpiin b 1055 o o] oliae j2alS 4 ,2ie SOX20T L
3 SOX2 JoSgo g5 yo alS cuel miR-375 o> 5 o olo oS
uL'-’ uml)sl aalsl jo 4 SOX20T ul-*-‘ u;;;.cnlS OV ,5 = SOX20T
Ol 59 0 Sl ool sl Jsho (5,55 sbewl, yo miR-375
aS assls las Yer g Jlo jo oo 5 Sl @Y s07).0il oo oose
b oo il SOX20T oly s edse Gl slo 8L 4o
awglie jo wasly SOX20T b olo Gliee a5 Sllew a5 j5b

2. Ultra-concerved genomic region
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IncRNAs: Long non coding RNAs, GC: Gastric cancer, NA: Not available
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